The Ops* models lack 22 C-terminal residues, the C terminus is not shown. Glycosylation at Asn2 NT and Asn15
NT as well as palmitoylation at Cys322 8.59 and Cys323 8.60 (at the end of H8)
are not shown (Superscripts following receptor residue numbers denote N-terminus (NT), cytoplasmic loop (CL), and GPCR numbering according to Ballesteros and Weinstein ) reflecting structural changes due to binding 10, 11 . These changes are best observed in so-called double difference spectra (red lines) which are superimposed to the original difference spectra (gray lines). Wild-type and high-affinity analog of GtCT yield quite similar double differences due to their similar binding modes to the receptor. Specifically, the negative double difference at 1530 cm is used to generate experimental electron density using the coordinates in the entry and the experimental data. The experimental electron density is then compared to idealised electron density and the difference reported as a Real Space R-(RSR) and as a Real Space Correlation
Coefficient-values (RSCC). The RSR and RSCC values were calculated using SFTOOLS (http://sf-tool.rcsb.org/).
